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Is drug X beneficial to COVID-19 patients?
Does disease Y impair course?
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What drugs help or hinder COVID patients?

What factors predict being placed on a ventilator?
What comorbid diagnosis are risk factors
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«o.  NCATS, FDA, and NCI working together on CDM harmonization

Collaborative

Harmonization of Common data models, (PCORMET, Sentinel, OMOP, ACT) FHIR / USCORE and CDISC
Meta data initiative makes the meaning of data publicly available and reusable in human and machine-readable
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Access Level

Data Type

Description

Level 1 - Synthetic

Synthetic Data

Computational data derivative
statistically resembles original data

Data Tiers

Level 2 -Deidentified

Aggregate Data HIPAA Safe Harbor
(i.e., summary statistics)

- Data stripped of 18 direct
SIS EIR Uil SElises identifiers called out in the

representing 10 or more individuals HIPAA Privacy Rule

Level 3-LDS

HIPAA Limited Data Set

Data that is stripped of all PHI
under HIPAA except dates and
zip code



Data Sharing Initiative: Synthetic Data

*Computer Derived Synthetic Tested on e date T atedonreal dota
Data: Validation of Sepsis ¥ ¥

Prediction Accuracy 0.925 0.911
Train Precision 0.95 0.925
Public / Private Partnership Recal 0817 0.799
e \Wash University F-Score 0.879 0.858
o M/CI’OSOfl’ Accqrgcy 0.839 0.816
e MDClone 10-fold cross-|  Precision 0.802 0.754
validation Recall 0.704 0.666
F-Score 0.745 0.704
Accuracy 0.846 0.841
Test Precision 0.836 0.845
Recall 0.671 0.645
F-Score 0.745 0.731

*Wash. U. Philip Payne

ML model performance (random forest)
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COVID N3C Statistics
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VWhat's Inside

Procedures

40.8m

COWID-19 Positive Patients Total Patients Sites

16,340 282,844 6

Lab Results Wisits Observations Drug Exposures

166.0m 10.6m 16.6m 37.6m

Click to see more COVID Cohort key stats =

If this is yvour first time accessing the Enclave, please begin by reguesting access to the data using the Data Usage Reguest (DUR) form, or read more about the three levels of Go to DUR Form
data access in Data.
e Wihile wvou wait for access, check out the CQuickstart Tour, training resources, or jump directly to the learning data tables to explore the Enclave and data formats. Quickstart Tour

Data Access

Access to row-level patient data in the Enclave must be requested using the Data Usage Request form: see the Data page for details.

Data Usage Request Form

Read More in Data =

Get Started

To get started in the N3C Enclave, wea've collected OMOP-formaftted learning data (also known as synthetic public use files, or SynPUF=s), and a short interactive tour of a few enclawve tools for working with it:

N3C Enclave Quickstart Tour
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